uta145 and itln3 uta148 zebrafish. The expression of zebrafish itln genes (itln1, itln2, itln2-like and itln3) was measured with qPCR in the organ blocks (without the kidney) of uninjected and M. marinum infected (422 CFU; SD 221 CFU, 2 wpi) adult WT (itln3 uta145 ) (n=12 and n=10, respectively), itln3 uta145/145 (n=12 and n=12, respectively), WT (itln3 uta148 ) (n=7 and n=9, respectively) and itln3 uta148/148 zebrafish (n=7-8 and n=9-10, respectively). Note the different scales of the y axes and the divided axis in panel G. Gene expressions were normalized to eef1a1l1 expression. All samples were run once. A two-tailed Mann-Whitney test was used in the statistical comparison of differences.
A B

Supplementary Figure 3. Homozygous itln3
uta145/uta145 and itln3 uta148/uta148 mutants develop normally. A) F3-progeny of itln3 uta145/+ and itln3 uta148/+ zebrafish were imaged at 1, 4 and 7 dpf. The larvae were anesthetized for imaging with 0.02% 3-amino benzoic acid ethyl ester (Sigma-Aldrich) at 4 and 7 dpf, and the embryos collected for genotyping at 7 dpf. Representative images of itln3 uta145/145 and itln3 uta148/148 mutants as well as the corresponding WT embryos are shown. Micrographs were taken with Zeiss Lumar V12 fluorescence microscope and Axiocam MRm digital camera using a bright field exposure of 2 ms. A 23.5x-magnification was used at 1 dpf and a 15.0x-magnification at 4 and 7 dpf. B) 12-month-old WT (itln3 uta145 ), itln3
, W T ( itln3 uta148 ) and itln3 uta148/148 female and male zebrafish were anesthetized with 0.02% 3-amino benzoic acid ethyl ester (Sigma-Aldrich) and imaged submerged in water using Canon EOS 7D Mark II camera with an exposure time of 8 ms. Brightness was increased by 20% for all of the images in panel B using Windows Photo Viewer. All images in panels A-B were cropped to exclude unnecessary empty background from the figure. A) The expression of itln1 was measured with qPCR in the splice blocking morpholino (SB MO) (n=3 at all timepoints) and the random control morpholino (RC MO) (n=3 at all timepoints) injected WT AB zebrafish embryos between 0 dpf and 7 dpf (See Figure  5C ). The qPCR amplified samples were run with 1.5% agarose TAE gel electrophoresis to confirm knockdown effects and to compare the intensities of the itln1 SB MO and RC MO injected samples. GeneRuler 50 bp DNA Ladder (#SM0373, Thermo Fischer Scientific) was used as a molecular weight marker (MW). The housekeeping gene eef1a1l1 from the same samples was also amplified and analyzed with gel electrophoresis. Images were obtained with ChemiDoc™ XRS+ system (Bio-Rad Laboratories) and analyzed with Image Lab software (v. 5.2; Bio-Rad Laboratories). Gel images are cropped to exclude portions that do not contain experimental samples. B) Survival of the morpholino and phosphate buffered saline (PBS) co-injected (yolk sac injection) ungenotyped embryos from both the itln3 uta145 (RC, n=42; SB n=58) and itln3 uta148 (RC, n=38; SB, n=72) background were followed until 7 dpi. The data was collected from a single experiment. A log-rank (Mantel-Cox) test was used for the statistical comparison of differences. RC= random control, SB= slice blocking, MO = morpholino. (n=4 and n=5, respectively), WT (itln3 uta148 ) (n=5 in both groups) and itln3 uta148/148 zebrafish embryos (n=5 in both groups). Individual embryos were used in the itln3 uta145 background samples, whereas itln3 uta148 background samples were pooled from 4 to 6 embryos. Note the different scales of the y axes. Gene expressions were normalized to eef1a1l1 expression. Target genes were run once. A two-tailed Mann-Whitney test was used in the statistical comparison of differences.
Supplementary Figure 6. Quantification of myeloid cells, precursor cells and the total cell count in the dexamethasone treated zebrafish. A-B)
The fraction of myeloid cells from the total cell population for the WT (itln3 uta145 ) and itln3 uta145/uta145 as well as WT ( itln3 uta148 ) and itln3 uta148/uta148 were measured with flow cytometry at -1 wpi and 2 wpi (n=12 for all of the itln3 uta145 fish groups and n=8 for all of the itln3 uta148 groups). Flow cytometry was used to determine also the C-D) precursor cell and E-F) the total cell counts from the same samples. Technical duplicates were run from all of the samples. A two-tailed Mann-Whitney test was used in the statistical comparison of differences. pneumoniae counts (CFU) in each of the infections were counted by plating inoculates of bacteria on 5% lamb blood agar plates overnight at 37°C with 5% CO2.
Recombinant Itln3 production
Recombinant zebrafish itln3 gene was initially synthetized by GeneArt (Invitrogen). AttB-sites for 
